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OIPE 



RAW SEQUENCE LISTING DATE: 01/19/2002 

PATENT APPLICATION: US/09/817,774 TIME: 11:18:44 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\01192002\I817774.raw 

3 <110> APPLICANT: CHOE, Sunghwa 

4 FELDMANN A . , Kenneth 
6 <120> TITLE OF INVENTION: Dwf5 MUTANTS 
8 <130> FILE REFERENCE: 2225-0020 / 91020.002 

10 <140> CURRENT APPLICATION NUMBER: 09/817,774 

11 <141> CURRENT FILING DATE: 2001-03-26 

13 <150> PRIOR APPLICATION NUMBER: 60/192,202 

14 <151> PRIOR FILING DATE: 2000-03-27 
16 <160> NUMBER OF SEQ ID NOS : 45 
18 <170> SOFTWARE: Patentln Ver. 2.0 



ERRORED SEQUENCES 

2416 <210> SEQ ID NO: 36 

2417 <211> LENGTH: 4880 

2418 <212> TYPE: DNA 

2419 <213> ORGANISM: Arabidopsis thaliana 

2421 <220> FEATURE: 

2422 <221> NAME/KEY: CDS 

2423 <222> LOCATION: (671).. (757) 

2424 <223> OTHER INFORMATION: dwf5-3 

2426 <220> FEATURE: 

2427 <221> NAME/KEY: CDS 

2428 <222> LOCATION: ( 1050 )..( 1271 ) 

2429 <223> OTHER INFORMATION: dwf5-3 

2431 <220> FEATURE: 

2432 <221> NAME/KEY: CDS 

2433 <222> LOCATION: ( 1340 )..( 1396 ) 

2434 <223> OTHER INFORMATION: dwf5-3 

2436 <220> FEATURE: 

2437 <221> NAME/KEY: CDS 

2438 <222> LOCATION: ( 1505 ) . . ( 160 6 ) 

2439 <223> OTHER INFORMATION: dwf5-3 

2441 <220> FEATURE: 

2442 <221> NAME/KEY: CDS 

2443 <222> LOCATION: ( 1711 )..( 1776 ) 

2444 <22 3> OTHER INFORMATION: dwf5-3 

2446 <220> FEATURE: 

2447 <221> NAME/KEY: CDS 

2448 <222> LOCATION: ( 2174 )..( 2287 ) 

2449 <223> OTHER INFORMATION: dwf5~3 
2451 <220> FEATURE: 



naesNoiCompiY . M 
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2452 <221> NAME/KEY: CDS 

2453 <222> LOCATION: ( 2418 ) . . ( 2 54 6 ) 

2454 <223> OTHER INFORMATION: dwf 5-3 

2456 <220> FEATURE: — - 

2457 <221> NAME/KEY: CDS 

2458 <222> LOCATION: ( 277 6 ) . . ( 2 874 ) 

2459 <223> OTHER INFORMATION- dwf 5-3 

2461 <220> FEATURE: 

2462 <221> NAME/KEY: CDS 

2463 <222> LOCATION: ( 32 5 9 ) . . ( 3 384 ) 

2464 <223> OTHER INFORMATION: dwf 5-3 
2466 <220> FEATURE: 

24 67 <221> NAME/KEY: CDS 

2468 <222> LOCATION: (.3494 )..( 3559 ) 

2469 <223> OTHER INFORMATION: dwf5~3 

2471 <2 2 0> FEATURE: 

2472 <221> NAME/KEY: CDS 

2473 <222> LOCATION: ( 3636 )..( 3716 ) 

2474 <223> OTHER INFORMATION: dwf 5- 3 
24 7 6 <220> FEATURE: 

2477 <221> NAME/KEY: CDS 

2478 <222> LOCATION: ( 380 6 ) . . ( 3 8 56 ) 

2479 <223> OTHER INFORMATION : dwf 5-3 

2481 <400> SEQUENCE: 36 

2482 aacttgtcct tcctccacaa cacgatctcc tctttccggc tgctacgatt tcgtttaagg 60 
2484 atgttgattc gtcgaataaa atctgttcct ttctatcatc atcatcatca ctaggcacta 120 
2486 attgcatctc ttaaacatac taaaatttct ggaaatgaaa aaaaactgag aaacgcaaaa 180 
2488 gaattcaaca cagcatcaga aaactagatc taggtttcgc cgggagttac caaaaacatt 240 
24 90 agaaaaaatc gatacttaca cgaattcaac caattctgga gaattttctt ccaaggcaag 300 
24 92 ccattgcttg cgagtaagaa gaaattggta aactatgact gcgaatcaga gtgaagagaa 360 
2494 tttgattttg ttagtctcga ttcatcacta tgtgttgaat acagagatga cgaagatctt 420 
2496 ttgagggttg agagagaaga agctaagaag attgggatca atcaaaaacg atggcgaaga 480 
2498 aaagtctcaa gggtaaaatt ggaattagaa aaaacatgtg gagagcacgt gacacgtggg 540 
2500 atttatctga gtttcacagt agacctgtga agttcatcgt cttcatcgtt aacttcgcag 600 
2502 actctgttga ttagtcaaca cagatcagaa tctgaggctt tggccgagac gagagaagca 660 

2504 gaagaagaaa atg gcg gag act gta cat tct ccg ate gtt act tac gca 709 

2505 Met Ala Glu Thr Val His Ser Pro lie Val Thr Tyr Ala 

2506 1 5 10 

2508 teg atg tta teg ctt etc gee ttc tgt cca cct ttc gtc att etc ctg 757 
2 509 Ser Met Leu Ser Leu Leu Ala Phe Cys Pro Pro Phe Val lie Leu Leu 
2510 15 20 25 

2512 taagctcatc aatttctgat tegcaagtet ttattctagt tctcagatca gactcgcaca 817 
2514 cttttctggc tccttaattc atagegagaa gtgeatagee gatatcttta aatcctttcc 877 
2516 cattaagtag gacttgataa gagtctttaa ttgaaaaagc gattcaatga ttctttctct 937 
2518 ggccaatgtg agtttccaga tttttaggaa acaagggtag atttaaagct acaaaatcat 997 

2520 atttagtgag ttttaagtaa tgctcacaag tttcatttct ttatgatgea ga tgg tac 1055 

2521 Trp Tyr 

2522 30 

2524 aca atg gtt cat cag gat ggt tct gtt act cag acc ttt ggc ttc ttt 1103 
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2544 ttgatgeaga tgacaactgt acggttcttt tettgeag gcc aat ggt ctg get get 1357 

2545 Ala Asn Gly Leu Ala Ala 

2546 105 

2548 tac ttt gtg aca eta gca ace tat ctt ggt ctt tgg tgg taagaaatgt 1406 

2549 Tyr Phe Val Thr Leu Ala Thr Tyr Leu Gly Leu Trp Trp 

2550 110 115 120 

2 552 ttccgatgac tttggtttgg tttaagttat tgtttacgta tcttaagctt ggattaagtg 14 66 

2554 ttgeacctat gtgagttaat ttctgtgcgt tattcagg ttt gga ate ttc aac cct 1522 

2555 Phe Gly He Phe Asn Pro 

2556 125 

2558 gca att gtc tat gat cac ttg ggt gaa ata ttt teg gca eta ata ttc 1570 

2559 Ala He Val Tyr Asp His Leu Gly Glu He Phe Ser Ala Leu He Phe 

2560 130 135 140 

2562 gga age ttc ata ttt tgt gtt ttg ttg tac ata aaa gtaagtgtct 1616 

2563 Gly Ser Phe He Phe Cys Val Leu Leu Tyr He Lys 

2564 145 150 155 

2566 attgeatgaa tggtgtgttc tttgttttct tagtctctat ttttgtagaa tttgaccttt 1676 

2568 tgtgttgcta aaacttattt tttttcttgt acag ggc cat gtt gca cct tea tea 17 31 

2569 Gly His Val Ala Pro Ser Ser 

2570 160 

2572 agt gac tct ggt tea tgt ggt aac eta ata att gac ttc tat tgg 1776 

2573 Ser Asp Ser Gly Ser Cys Gly Asn Leu He He Asp Phe Tyr Trp 

2574 165 170 175 

2576 gtgagttatt tetgetgate agatctcatt ctttttgaaa ttgcttgttg ggatttattt 1836 
2578 gaggaactct ggtcttacta gccatctcct cataatattt ttgcctcttt tctcgacatt 1896 
2580 tggaggtcaa gtttcactaa agtttccaat tttagtagac ctgtaaacgg aaatgttctt 1956 
2582 agcagtattt atctttttat tgatttaagt acaagaaaac tagtttggtg tgaatgtctg 2016 
2584 teggtgaagg aaaagaacaa agtatgcagt agttattata acaatatcaa gttgagatct 2076 
2586 tctctcacca tgtactcttt tgctccaact tatcattaac acaatccaat ttgtggcaat 2136 

2588 cttttctcac tgtgtttttt cgcgtcgtgc tttgcag ggc atg gag ttg tac cct 2191 

2589 Gly Met Glu Leu Tyr Pro 

2590 180 

2592 cga att ggt aag age ttt gac ate aag gtg ttt act aat tgc aga ttc 2239 

2593 Arg He Gly Lys Ser Phe Asp He Lys Val Phe Thr Asn Cys Arg Phe 

2594 185 190 195 200 
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2596 gga atg atg tct tgg gca gtt ctt gca gtc acg tac tgc ata aaa cag 2287 

2597 Gly Met Met Ser Trp Ala Val Leu Ala Val Thr Tyr Cys He Lys Gin 

2598 205 210 215 

2600 gtattttctg gataattctt atgtaaatac tacactctga cgacatagtc tggtggtttc 2 347 
2602 tttaagtcct tatttcatta gagagcttca cctctttctg atttgtgatt cctgtacttt 2407 

2604 ctttaaccag tat gaa ata aat ggc aaa gta tct gat tea atg ctg gtg 2456 

2605 Tyr Glu He Asn Gly Lys Val Ser Asp Ser Met Leu Val 

2606 220 225 

2608 aac acc ate ctg atg ctg gtg tat gtc aca aaa ttc ttc tgg tgg gaa 2504 

2609 Asn Thr He Leu Met Leu Val Tyr Val Thr Lys Phe Phe Trp Trp Glu 

2610 230 235 240 245 

2612 get ggt tat tgg aac acc atg gac att gca cat gac cga ggt 2546 

2613 Ala Gly Tyr Trp Asn Thr Met Asp He Ala His Asp Arg Gly 

2614 250 255 

2616 atgcttctgg tacatatata aaatttatat catcacatcc tcatataggg tacaaggaaa 2606 
2618 gaaagccagt agtaataaca aaagtttctc tactgtttgg ctataatttc ettgecagtt 2666 
2 620 ctgtttatat ggctaaggca gcagcatatt attcagatta ttgttactgg ctttaacaca 272 6 
2622 tgaacttaag cttacttttc aatgetttat aatttatgat tcttcagct gga ttc tat 2784 
262 3 G1 Y phe T Y r 

2624 260 

2626 ata tgc tgg ggt tgt eta gtg tgg gtg cct tct gtc tac act tct cca 

2627 He Cys Trp Gly Cys Leu Val Trp Val Pro Ser Val Tyr Thr Ser Pro 

2628 265 270 275 

2630 ggc atg tac ctt gtg aac cac ccc gtc gaa etc gga act cag 

2631 Gly Met Tyr Leu Val Asn His Pro Val Glu Leu Gly Thr Gin 

2632 280 285 290 

2634 gtgeataatt ttgaatttgt ctagaagaaa gaaategtet ttgtgtgtta atccaatgag 2934 
2636 aaacttttag gataccactt ttttatacga aaaaaaacaa gtaaggttga gctaaatgtg 2994 
2638 aaaatcccaa tttctaggaa ttgcacttaa ctcttgttat tgaattactt ggtatcttcc 3054 
2 64 0 attacaaaca gaegggagag agtaaagtgt agattgttga teaaatgetc gttgeatatt 3114 
2642 atgctcatga ttgtagttgc cagatatcag tttttctagt agtagaagaa agctgttcat 3174 
2644 gaaaacacca ctgatgetae gatcateggg acaatatgee tatctcegta cctaagactt 3234 

2646 cactatatcc gtctttggtt gcag ttg gca ata tac att etc gtt gca gga 3285 

2647 Leu Ala He Tyr He Leu Val Ala Gly 

2648 295 300 

2650 att ctg tgc att tac ata aac tat gac tgt gat aga caa agg caa gag 3333 

2651 He Leu Cys He Tyr He Asn Tyr Asp Cys Asp Arg Gin Arg Gin Glu 

2652 305 310 315 

2654 ttc agg agg aca aac ggg aaa tgt ttg gtt tgg gga aga gee ccg tea 3381 

2655 Phe Arg Arg Thr Asn Gly Lys Cys Leu Val Trp Gly Arg Ala Pro Ser 

2656 320 325 330 

2658 aag gtgtgatcat aataagcccc aactagctta gtgaacttag ctatattcct 3434 

2659 Lys 

2661 tttcagacct aaacattttg atgtgtatga atctctcttg gtctctcggt ttgttgcag 3493 

2663 att gtg gcg teg tat act aca aca tct ggt gaa act aaa act agt ctt 3541 

2664 He Val Ala Ser Tyr Thr Thr Thr Ser Gly Glu Thr Lys Thr Ser Leu 

2665 335 - 340 345 350 

2667 etc tta acg tct gga tgg tgagactatt ctacattata cagttacaac 3589 

2668 Leu Leu Thr Ser Gly Trp 



2832 
2874 
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2669 355 

2671 cataaaaata gacgttgttc atcatcaatg gctttgaatg tgcagg tgg gga ttg 3644 

2672 Trp Gly Leu 

2674 get cgt cat ttc cat tat gtt cct gag ate tta agt get ttc ttc tgg 3692 

2675 Ala Arg His Phe His Tyr Val Pro Glu lie Leu Ser Ala Phe Phe Trp 

2676 360 365 370 375 

2678 acc gta ccg get etc ttc gat aac gtaaaatact atccatctat ttgetatatt 3746 

2679 Thr Val Pro Ala Leu Phe Asp Asn 

2680 380 

2682 cgaagctctt ettgeaagtg aaaegcaett aacatataaa tcatctttgt ttaaaccag 3805 

2684 ttc ttg gca tac ttc tac gtc ata ttt etc acc ctt ctt etc ttt gat 3853 

2685 Phe Leu Ala Tyr Phe Tyr Val lie Phe Leu Thr Leu Leu Leu Phe Asp 

2686 385 390 395 

2688 tga gecaagagag acgatgaccg atgecgatea aagtaagcac caaatctaaa 3906 
E--> 2690 44U> >/ 

2692 tgatttattt tacacatcct ctttgatctt actctgattt gctgacaata ttcgggtttt 3966 
2694 gttttggtaa aaaggtatgg* gaaatattgg aagctgtatt gtgagaaagt caaatacagg 4026 
2696 ateattcegg gaatttattg attgtaacga agtctgttgt tctcattttc tacttattac 4086 
2698 gttaattcga acgttggaat catcaaaaga ccgtgccaaa acaaaaatgc aaattgatgc 4146 
2700 gatagacatt ettttgetga tttgtatgct ataggttttc aaatctctag etaegcttat 4206 
2702 gtatttccct agattatcaa agttagcctg ccgttttcta attttattat ttgatatttt 4266 
2704 gattatactg cttcttaatg catcaaataa gttgattcat ccatctaata ttttactaca 4326 
2706 tcaaatgaag tcttttataa gtacaggcac taattgaact tgaaccctat aaaatacatg 4386 
2708 aataatcaca aagaattgat agtgttcttt cagtttttca atcacaaaga actcaccgac 4446 
2710 attatcaagt tgacttcact tttagactta attggtgttc tggaggatcc acaaaactac 4506 
2712 tattacacag ttttcacaaa attgtgattc tttatttttt attttctttg gtcaaactaa 4566 
2714 catttcattc aactttaaac gagagttgee tccacgtgga gagtatacac aaaaagctac 4626 
2716 gaggacaaat gctcaaacaa aaagacataa gaaggggagc tcagaagctc aacccgagta 4686 
2718 gcagcatcca aagttgctaa aacagaacca tcatttactt ctgaggcggt cttcgtacca 4746 
2720 agctccttca gcaaaattgt gattctatgt ttggatatca tgagatctaa cttcaaagtt 4 806 
2722 tttaataaca aaaacttacc attctctaat ttgtagtcaa agctaacaaa tttcatctaa 4866 
2724 aaacaatttt actg 4880 
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PATENT APPLICATION: US/09/817,774 



DATE: 01/19/2002 
TIME: 11:18:46 



Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\01192002\I817774.raw 

L:259 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:19 
L:278 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:20 

L:2690 M:254 E: No. of Bases conflict, LENGTH : Input : 400 Counted: 3906 SEQ: 36 
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